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DNA 

Murinae gen. sp. 


Ml<220> 
W<221> 
III <222> 
<223> 


CDS 

(19) . . (642) 


<400> 


1 



ggcctgacta ccagaaac atg gcg acc age get gtt cca agt gaa aac ctt 51 

Met Ala Thr Ser Ala Val Pro Ser Glu Asn Leu 
15 10 

ccc aca tat aaa eta gta gtg gtg gga gat ggt ggt gtg ggc aag agt 99 
Pro Thr Tyr Lys Leu Val Val Val Gly Asp Gly Gly Val Gly Lys Ser 
15 20 25 

gcg etc act att cag ttt ttc cag aag ate ttt gtg cct gac tac gac 147 
Ala Leu Thr lie Gin Phe Phe Gin Lys He Phe Val Pro Asp Tyr Asp 
30 35 40 

ccc acc att gaa gac tec tac ctg aag cat aca gag att gac aat cag 195 
Pro Thr He Glu Asp Ser Tyr Leu Lys His Thr Glu He Asp Asn Gin 
45 50 55 

tgg gec ate ttg gat gtt ctg gac aca gec ggg cag gag gag ttc agt 243 
Trp Ala He Leu Asp Val Leu Asp Thr Ala Gly Gin Glu Glu Phe Ser 
60 65 70 75 

gec atg egg gaa caa tac atg cgc aca ggg gat ggc ttc etc att gtc 291 
Ala Met Arg Glu Gin Tyr Met Arg Thr Gly Asp Gly Phe Leu He Val 
80 85 90 



43 

tac tec gtc acc gac aag gec age ttc gag cac gtg gac cgc ttc cac 339 
Tyr Ser Val Thr Asp Lys Ala Ser Phe Glu His Val Asp Arg Phe His 
95 100 105 

cag etc att ctg cgt gtc aag gac agg gag tea ttc cca atg ate etc 387 
Gin Leu lie Ley Arg Val Lys Asp Arg Glu Ser Phe Pro Met lie Leu 
110 115 120 

gtg gee aac aag gtg gat ctg atg cac eta agg aaa gtc acc agg gac 4 35 
Val Ala Asn Lys Val Asp Leu Met His Leu Arg Lys Val Thr Arg Asp 
125 130 135 

caa gga aaa gaa atg gca acc aaa tac aat ate cca tat ata gag acc 483 
Gin Gly Lys Glu Met Ala Thr Lys Tyr Asn lie Pro Tyr He Glu Thr 
140 145 150 155 

agt gee aag gac ccg cct etc aac gtg gat aaa acc ttc cat gac eta 531 
Ser Ala Lys Asp Pro Pro Leu Asn Val Asp Lys Thr Phe His Asp Leu 
160 165 170 

gtt aga gta att agg caa cag gtt cca gag aaa aac cag aag aag aaa 579 
Val Arg Val He Arg Gin Gin Val Pro Glu Lys Asn Gin Lys Lys Lys 
175 180 185 

aag aag aca aaa tgg cga gga gac agg gec acc ggc act cac aaa ctg 627 
Lys Lys Thr Lys Trp Arg Gly Asp Arg Ala Thr Gly Thr His Lys Leu 
190 195 200 



cag tgt gtc 
Gin Cys Val 
205 


ate ttg tgacagcctg aagccctggg catagcaacc gtgaactgee 
He Leu 


682 


agcccctggg 


accagcccac tgcctaactg 


cactgagaac 


cacttctaac 


tacagccctt 


742 


ggctcttgga 


ctgggcattg gaagggaatg 


agggaggagg 


gggcagaagc 


aggcegggge 


802 


tggctttget 


gcctgtccca ggagacaggg 


ctacagcttc 


caaacctttt 


gtgtgttgac 


862 


tgagcccagt 


tcccagtctc ttggtgggct 


tgtttctttt 


aactcatagg 


ctggtttgct 


922 


atggaagtgc 


ttacccacat acaacgcacc 


agacaageca 


tgagcaagct 


tcctccctgt 


982 


cccatcccca 


gtgtctgagc tcttgtgtct 


tttgtagatt 


tttaaattat 


ttgagtaatg 


1042 


attattttat 


taaagaggtg tgtgcccatt 


gectgegaag 


ccccaagtct 


ttggcagacc 


1102 


tctgataaat 


gtctgea 
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<210> 2 
<211> 208 
<212> PRT 

<213> Murinae gen. sp. 
<400> 2 

Met Ala Thr Ser Ala Val Pro Ser Glu Asn Leu Pro Thr Tyr Lys Leu 
15 10 15 



Val Val Val Gly Asp Gly Gly Val Gly Lys Ser Ala Leu Thr He Gin 
20 25 ' 30 
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Phe Phe Gin Lys lie Phe Val Pro Asp Tyr Asp Pro Thr He Glu Asp 
35 40 45 

Ser Tyr Leu Lys His Thr Glu lie Asp Asn gin Trp Ala lie Leu Asp 
50 55 60 

Val Leu Asp Thr Ala Gly Gin Glu Glu Phe Ser Ala Met Arg Glu Gin 
65 70 75 80 

Tyr Met Arg Thr Gly Asp Gly Phe Leu He Val Tyr Ser Val Thr Asp 
85 90 95 

Lys Ala Ser Phe Glu His Val Asp Arg Phe His Gin Leu He Leu Arg 
100 105 110 

Val Lys Asp Arg Glu Ser Phe Pro Met He Leu Val Ala Asn Lys Val 
115 120 125 

Asp Leu Met His Leu Arg Lys Val Thr Arg Asp Gin Gly Lys Glu Met 
130 135 140 

Ala Thr Lys Tyr Asn He Pro Tyr He Glu Thr Ser Ala Lys Asp Pro 
145 150 155 160 

Pro Leu Asn Val Asp Lys Thr Phe His Asp Leu Val Arg Val He Arg 
165 170 175 

Gin Gin Val Pro Glu Lys Asn Gin Lys Lys Lys Lys Lys Thr Lys Trp 
180 185 190 

Arg Gly Asp Arg Ala Thr Gly Thr His Lys Leu Gin Cys Val He Leu 
195 200 205 



<210> 3 

<211> 1085 

<212> DNA 

<213> Homo sapiens 

<22Q> 

<221> CDS 

<222> (102).. (725) 

<400> 3 

cggcggcgac gctgcctcct caccggcgca ggctaggagg gggcggcctg agtgccgtag 60 

ccgagccggg gctggagcgc gcggtctgac ctacgagaaa c atg gcg acc age gec 116 

Met Ala Thr Ser Ala 
1 5 

gtc ccc agt gac aac etc ccc aca tac aag ctg gtg gtg gtg ggg gat 164 
Val Pro Ser Asp Asn Leu Pro Thr Tyr Lys Leu Val Val Val Gly Asp 
10 15 20 

ggg ggt gtg ggc aaa agt gee etc acc ate cag ttt ttc cag aag ate 212 
Gly Gly Val Gly Lys Ser Ala Leu Thr He Gin Phe Phe Gin Lys He 
25 30 35 



ttt gtg cct gac tat gac ccc acc att gaa gac tec tac ctg aaa cat 260 
Phe Val Pro Asp Tyr Asp Pro Thr He Glu Asp Ser Tyr Leu Lys His 
40 45 50 
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acg gag att gac aat caa tgg gcc ate ttg gac gtt ctg gac aca get 308 
Thr Glu He Asp Asn Gin Trp Ala He Leu Asp Val Leu Asp Thr Ala 
55 60 65 

ggg cag gag gaa ttc age gcc atg egg gag caa tac atg cgc acg ggg 356 
Gly Gin Glu Glu Phe Ser Ala Met Arg Glu Gin Tyr Met Arg Thr Gly 
70 75 80 85 

gat ggc ttc etc ate gtc tac tec gtc act gac aag gcc age ttt gag 404 
Asp Gly Phe Leu He Val Tyr Ser Val Thr Asp Lys Ala Ser Phe Glu 
90 95 100 

cac gtg gac cgc ttc cac cag ctt ate ctg cgc gtc aaa gac agg gag 452 
His Val Asp Arg Phe His Gin Leu He Leu Arg Val Lys Asp Arg Glu 
105 110 115 

tea ttc ccg atg ate etc gtg gcc aac aag gtc gat ttg atg cac ttg 500 
Ser Phe Pro Met He Leu Val Ala Asn Lys Val Asp Leu Met His Leu 
120 125 130 

agg aag ate acc agg gag caa gga aaa gaa atg gcg ace aaa cac aat 548 
Arg Lys He Thr Arg Glu Gin Gly Lys Glu Met Ala Thr Lys His Asn 
135 140 145 

att ccg tac ata gaa. acc agt gcc aag gac cca cct etc aat gtc gac 596 
He Pro Tyr He Glu Thr Ser Ala Lys Asp Pro Pro Leu Asn Val Asp 
150 155 160 165 

aaa gcc ttc cat gac etc gtt aga gta att agg caa cag att ccg gaa 644 
Lys Ala Phe His Asp Leu Val Arg Val He Arg Gin Gin He Pro Glu 
170 175 180 

aaa age cag aag aag aag aag aaa acc aaa tgg egg gga gac egg gcc 692 
Lys Ser Gin Lys Lys Lys Lys Lys Thr Lys Trp Arg Gly Asp Arg Ala 
185 190 195 

aca ggc acc cac aaa ctg caa tgt gtg ate ttg tgaggcctgc aggectgaag 745 
Thr Gly Thr His Lys Leu Gin Cys Val He Leu 
200 205 

gcctcgggca cagtgacggt ggcctggcca gccctcggga cccctcccca cctaactgca 805 

ctgaaaccat ttctaaccac aacccttggc ccaaggactt ggtacaggaa gggagaaggg 865 

caggtgggca gggagcaaga cagggtctgg ettttgecaa gaggaaeggg gctttttcca 925 

ccttcttcaa aagagacaag ggaaggecac ctgttaaagc aggaagcagc atcaagttgc 985 

cccttgggcc cccccatgtt gtttggattt caaacegggt ttccttcccc cttcttttcg 1045 

ggttgggtgt tgttggttat ttggttaact acatatggtt 1085 



<210> 4 

<211> 208 

<212> PRT 

<213> Homo sapiens 
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<400> 4 

Met Ala Thr Ser Ala Val Pro Ser Asp Asn Leu Pro Thr Tyr Lys Leu 
15 10 15 

Val Val Val Gly Asp Gly Gly Val Gly Lys Ser Ala Leu Thr He Gin 
20 25 30 

Phe Phe Gin Lys He Phe Val Pro Asp Tyr Asp Pro Thr He Glu Asp 
35 40 45 

Ser Tyr Leu Lys His Thr Glu He Asp Asn Gin Trp Ala He Leu Asp 
50 55 " 60 

Val Leu Asp Thr Ala Gly Gin Glu Glu Phe Ser Ala Met Arg Glu Gin 
65 70 75 80 

Tyr Met Arg Thr Gly Asp Gly Phe Leu He Val Tyr Ser Val Thr Asp 
85 90 95 

Lys Ala Ser Phe Glu His Val Asp Arg Phe His Gin Leu He Leu Arg 
100 105 110 

Val Lys Asp Arg Glu Ser Phe Pro Met He Leu Val Ala Asn Lys Val 
115 120 125 

Asp Leu Met His Leu Arg Lys He Thr Arg Glu Gin Gly Lys Glu Met 
130 135 140 

Ala Thr Lys His Asn He Pro Tyr He Glu Thr Ser Ala Lys Asp Pro 
145 150 155 160 

Pro Leu Asn Val Asp Lys Ala Phe His Asp Leu Val Arg Val He Arg 
165 170 175 

Gin Gin He Pro Glu Lys Ser Gin Lys Lys Lys Lys Lys Thr Lys Trp 
180 185 190 

Arg Gly Asp Arg Ala Thr Gly Thr His Lys Leu Gin Cys Val He Leu 
195 200 ' * 205 



<210> 5 

<211> 19 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Cys Lys Lys Lys Thr Lys Trp Arg Gly Asp Arg Ala Thr Gly Thr His 
15 10 15 

Lys Leu Gin 

<210> 6 
<211> 24 
<212> DNA 

<213> Murinae gen. sp. 



<400> 6 

agcactctcc agcctctcac cgca 



<21Q> 7 
<211> 12 
<212> DNA 

<213> Murinae gen. sp. 

<400> 7 
gatctgcggt ga 

<210> 8 
<211> 24 
<212> DNA 

<213> Murinae gen. sp. 
<400> 8 

accgacgtcg actatccatg aaca 

<210> 9 
<211> 12 
<212> DNA 

<213> Murinae gen. sp. 

<400> 9 
gatctgttca tg 

<210> 10 
<211> 24 
<212> DNA 

<213> Murinae gen. sp. 
<400> 10 

aggcaactgt gctatccgag ggaa 

<210> 11 
<211> 12 
<212> DNA 

<213> Murinae gen. sp. 

<400> 11 
gatcttccct eg 

<210> 12 
<211> 18 
<212> DNA 

<213> Murinae gen. sp. 
<400> 12 

ccagactggc acagttcc 

<210> 13 
<211> 19 
<212> DNA 

<213> Murinae gen. sp. 
<400> 13 

tgctgtagaa gccgaagcc 

<210> 14 

<211> 18 

<212> DNA 

<213> Homo sapiens 
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<400> 14 

gaattcagcg ccatgcgc 18 

<210> 15 

<2ll> 20 

<212> DNA 

<213> Homo sapiens 

<400> 15 

cctcacaaga tcacacattg 20 

<210> 16 
<211> 189 
<212> PRT 
<213> p21 H-Ras 

<400> 16 

Met Thr Glu Tyr Lys Leu Val Val Val Gly Ala Gly Gly Val Gly Lys 
15 10 15 

Ser Ala Leu Thr He Gin Leu He Gin Asn His Phe Val Asp Glu Tyr 
20 25 30 

Asp Pro Thr He Glu Asp Ser Tyr Arg Lys Gin Val Val He Asp Gly 
35 40 45 

Glu Thr Cys Leu Leu Asp Tyr Leu Asp Thr Ala Gly Gin Glu Glu Tyr 
50 55 60 

Ser Ala Met Arg Asp Gin Tyr Met Arg Tyr Gly Glu Gly Phe Leu Cys 
65 70 75 80 

Val Phe Ala He Asn Asn Thr Lys Ser Phe Glu Asp He His Gin Tyr 
85 90 95 

Arg Glu Gin He Lys Arg Val Lys Asp Ser Asp Asp Val Pro Met Val 
100 105 110 

Leu Val Gly Asn Lys Cys Asp Leu Ala Ala Arg Thr Val Glu Ser Arg 
115 120 125 

Gin Ala Gin Asp Leu Ala Arg Ser Tyr Gly He Pro Tyr He Glu Thr 
130 135 140 

Ser Ala Lys Thr Arg Gin Gly Val Glu Asp Ala Phe Tyr Thr Leu Val 
145 150 155 160 

Arg Glu lie Arg Gin His Lys Leu Arg Lys Leu Asn Pro Pro Asp Glu 
165 170 175 

Ser Gly Pro Gly Cys Met Ser Cys Lys Cys Val Leu Ser 
180 185 



<210> 17 
<211> 218 
<212> PRT 
<213> R-Ras 



49 



<400> 17 

Met Ser Ser Gly Ala Ala Ser Gly Thr Gly Arg Gly Arg Pro Arg Gly 
15 10 15 

Gly Gly Pro Gly Pro Arg Asp Pro Pro Pro Gly Gly Thr His Lys Leu 
20 25 30 

Val Val Val Gly Gly Gly Gly Val Gly Lys Ser Ala Leu Thr He Gin 
35 40 45 

Phe He Gin Ser Tyr Phe Val Ser Asp Tyr Asp Pro Thr He Glu Asp 
50 55 60 

Ser Tyr Thr Lys He Cys Thr Val Asp Gly He Pro Ala Arg Leu Asp 
65 70 75 80 

He Leu Asp Thr Ala Gly Gin Glu Glu Phe Gly Ala Met Arg Glu Gin 
85 90 95 

Tyr Met Arg Ala Gly Asn Gly Phe Leu Leu Val Phe Ala He Asn Asp 
100 105 110 

Arg Gin Ser Phe Asn Glu Val Gly Lys Leu Phe Thr Gin He Leu Arg 
115 120 125 

Val Lys Asp Arg Asp Asp Phe Pro He Val Leu Val Gly Asn Lys Ala 
130 135 140 

Asp Leu Glu Asn Gin Arg Gin Val Leu Arg Ser Glu Ala Ser Ser Phe 
145 150 155 160 

Ser Ala Ser His His Met Thr Tyr Phe Glu Ala Ser Ala Lys Leu Arg 
165 " HQ 175 

Leu Asn Val Asp Glu Ala Phe Glu Gin Leu Val Arg Ala Val Arg Lys 
180 185 " 190 

Tyr Gin Glu Gin Glu Leu Pro Pro Ser Pro Pro Ser Ala Pro Arg Lys 
195 200 205 

Lys Asp Gly Gly Cys Pro Cys Val Leu Leu 
210 215 



